ABSTRACT Riemerella anatipestifer is a Gram-negative bacterium belonging to the family Flavobacteriaceae. It is primarily associated with acute septicemia in younger birds. The R. anatipestifer isolate 17CS0503 described here was isolated from a Peking duck (Anas platyrhynchos domesticus) in Hannover, Germany, in 1999.
To test the evolution of antibiotic resistance within R. anatipestifer, 50,000 reads from metagenomic shotgun libraries from 1,400-year-old remnants of a rat found in a Roman settlement in Serbia (15) were mapped on the sequence of R. anatipestifer isolate 17CS0503. Analysis showed preferential mapping in a GT and a CCTT repeat region, and, unfortunately, no further analysis could be performed. Accession number(s). This whole-genome shotgun project for Riemerella anatipestifer 17CS0503 has been deposited at GenBank under the accession number PKKR00000000, BioProject PRJNA423179, and BioSample SAMN08213267.
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